). The WAA repeats share some sequence similarity to tetratriSummary copeptide repeats (TPR; 
. Under these same conditions (22ЊC), fla11 ts flagellar levels of IFT complex B polypeptides are elevated, bated at 32ЊC showed that the temperature-sensitive flagellar assembly defect of the fla11 ts mutation was whereas the levels of IFT complex A polypeptides as well as the heavy chain subunit of the retrograde IFT rescued in these strains (Table S1 ). In addition, immunoblot analysis of isolated flagella, as well as immunoflumotor complex, Dynein 1b, are near those of wild-type cells ( [4] ; data not shown). Taken together, the results orescence microscopy (IFM), demonstrated that IFT and CrEB1 protein levels and localization in the rescued suggest that the fla11 ts mutation in IFT172 compromises the ability of IFT particles to associate with the retro-GBT2.13 strain were identical to those of wild-type cells ( Figure 2C; Figure S4) 
